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I) Logging in and accessing the project 

To start, you will need to log in (or alternatively create an account) on 
Zooniverse. You can find the buttons to do so on the upper right 
corner of the website’s homepage (https://www.zooniverse.org/ ). 

 
Once logged in, you will arrive on this portal. To access your projects, 
click on the button “Build A Project” on the banner at the top of the 
screen. You will then see the list of projects you have created, as well 
as the projects you have saved as a “collaborator”. 

 

II) Modifying the project 
a. Project tabs 

By clicking on a project, you will be able to access its modification 
page. You will then see the following tab list on the left side of the 
page: 

https://www.zooniverse.org/
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Here are the most important tabs, as well as their content:  

• Project details: The project’s name, a one line description of it, 
as well as various information on it. 



4 
 

• About : A longer description of the project, used to explain in 
detail what the project’s goal is. 

• Collaborators: The list of collaborators, i.e., Users able to 
modify the project, moderate discussions, interact with the 
data sets, etc. 

• Field Guide: A user guide explaining exactly what to identify and 
how, for example here by explaining what is or isn’t a type III, 
and how to recognize them. 

•  Tutorial: A description of the project’s user interface, and what 
said users will have to do to validate a classification. 

• Visibility: Establishes if the project is private (only visible to its 
collaborators) or public, and if it is finalized or still in 
development.  

• Talk: Allows you to create a “discussion board” where users will 
be able to report problems with the classifications, or underline 
interesting or strange things noticed on the data. 

• Data Exports: Allows you to export classifications.  
• Workflows:  Allows you to modify the way users classify the 

data. It is probably the tab you will spend the most time in, as it 
is the one that defines the most important part of your project: 
the steps the users have to take to classify your data. 

• Subject Sets: Where you import the data sets used in the 
project. 

 

b. Modification guide 

The project’s most important tabs are, in the logical order in which 
you will use them, Subject Sets, Workflows, and Data Exports. 

In Subject Sets, we can create multiple different datasets that we’ll 
be able to modify at any point, as long as the project is still “In 
Development”. Once finished, even if we can’t modify existing 
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datasets, we can still import new ones and change the sets used in 
the project itself. 

 
Here are three example data sets, with the “New Subject Set” button. 

When clicking on said button, we reach this page: 

 
We can name this new set, and add as many images or sound file as 
we need. Zooniverse has a base limit of 10 000 subjects to be 
uploaded, but this limit can be changed by contacting their 
Zooniverse Support, should we need more space. 

Once the data set in place, we can turn our attention to Workflows. 
They are the series of actions each user will have to go through to do 
a classification. Multiple of them can be created, and they can be 
modified as the need arise. 
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Here we have, for example, an active workflow, as well as the button 
to create another. 

Creating a new workflow requires us to provide a name, and then 
brings us to the following page (which is also the page to edit any 
existing workflow). 

 
Here, we can modify any and all attributes of the workflow. Below its 
title are the tasks: each workflow is a series of tasks, each task being 
either a multiple choice question, an interaction with an image, or a 
text to write. 

Once we create a task of one of these three types, we can modify it 
(as seen in the right side of the screen). Here, the selected task is a 
question, so its only properties are its text, an eventual help text, and 
the possible answers. Each answer can then redirect to any other 
task of our choosing, or validate classification for this specific file and 
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move on to another.

 
For example, here, if we answer “Yes” to the question “Is there a 
type III burst”, we access the next task (the actual selection of the 
burst); otherwise we just move on to another spectrum. 

 

For “interaction” type tasks, we need to define its title, as well as the 
type of selection tool used. Here, we can see the list of the various 
types of selection we can provide the user. 
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Just like with questions, once we finish selecting something on the 
image, we can then move on to another task, or validate our 
classification and move on. It all depends on the way the workflow is 
set up. 

As such, we can schematize our current workflow like this: 
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Lower on the Workflow page, you can set various properties (which 
data set should be used, which data set should be the default, if this 
workflow should appear on the Zooniverse app, etc etc). You can also 
choose the number of times an image needs to be classified by a user 
before it is considered fully analyzed. 

As for our last important tab, Data Exports, we will describe it in 
more detail in the last part of this guide. 

After defining the project’s general architecture and imported the 
necessary data, we now only need to add a few last details, to make 
it more attractive and clear to Zooniverse’s users. To this end, we will 
add a project description in the About tab (which is only a large text 
input box), as well as a Field Guide, which, as described prior, will 
help users understand a bit better what a type III is and isn’t. 

c. Project testing 

If you want, at any point, to test your project, the easiest way to do 
so is through the Workflow tab. At the bottom of the page, you will 
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find a blue “Test this workflow” button. Clicking it will bring you to 
the project as if you were a regular user trying to classify data. 

With our current workflow, this is what the project looks like. 

 

Any classification done during the testing phase of the project will be 
saved and can be exported, as long as the project stays in its testing 
phase. As soon as the project becomes public, this data will be 
deleted to make room for the “actual” data. 

 

III) Retrieve output data 

We can now talk about the Data Exports tab. Clicking on it brings us 
to this page: 
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Clicking on any of these links will send a request to the Zooniverse 
database, to send you a .CSV file of the requested data. If said data is 
fairly big, the .CSV creation and sending process can take a few 
moments, and as such Zooniverse will send you an e-mail when it is 
ready. 

Once the file is ready, you can download it by clicking on the 
“download your data export” link to the right (except for the 
“Workflow classification export” CSV, which is downloaded by first 
clicking the request button, and selecting the correct workflow). 

The content of each file is as follows: 

- Classification Export: Data about the users who went through 
the classification process. Their ID, username, web browser, the 
workflow they worked on, etc. 

- Subject export: What part of the uploaded data was classified. 
The workflow used, the name of each file, various metadata 
associated with Zooniverse, etc. 

- Workflow Export: Data about the workflow itself. Which tasks 
was filled, what answers were provided, when the answer was 
given, etc. 
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- Workflow Classification Export: A mix of both Workflow and 
Classification data. Links the both of them together, showing 
you which user is associated with which classification, and what 
their answers were. 

To use the data outputted by Zooniverse, you will need both the 
workflow export, as well as the workflow classification export. The 
other two can be used to add other metadata to your analysis, but 
aren’t mandatory. 

Zooniverse strongly recommends the use of the Panoptes 
Aggregation Python package to analyze its output data. It has both 
a command line use, and a GUI. There is ample documentation on 
how to use the package here, but we will still quickly go through 
the process here. 

You will first need to generate a configuration.yaml file. To do so, 
either use the command line tool panoptes_aggregation config 
[path to workflow export] [workflow ID] -d [output directory], or 
open the GUI and, in the “config” window, fill in the same 
information. 
The workflow ID can be found on the workflow list page on 
Zooniverse. 

Once the configuration.yaml file has been created, we can then 
use it to generate our final output file: either run the command 
panoptes_aggregation extract [workflow name] [path to 
workflow classification] [path to config.yaml] -d [output 
directory] or open the GUI and fill in this information in the 
“extract” window. 

You will now have a .CSV file of the classification data of every 
user. 

 

https://aggregation-caesar.zooniverse.org/docs

